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Abstract. Cytoplasmic male sterility (CMS) is a maternal genetic trait widely found in higher
plants. CMS is not only a favorable material for studying the interaction between mitochondrial
and nuclear genes, but also an important basis for the utilization of plant heterosis, with its
molecular mechanism the focus of current research. Evidence suggests that mitochondrial
genes are closely related to CMS. With the continuous development of molecular biology and
genetics, many plant fertility restoration (Rf) genes have been mapped and cloned, further
elucidating the molecular mechanisms of plant CMS and Rf. This review summarizes the recent
research advances in CMS and Rf-related genes in plants, and explores the application of the
CMS/Rf system in breeding.
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CW-CMS fEERAER IBET -, RMS B A F PPR 45
sk, &F 178 MEER, B THREZBH L
W SR BE R R 5 Ib)E, N — B R4
THREAE B &2 FE g o s B, P Lead Rice-
CMS 2 KL Rf2, H4nt =) h &Rk H,
ZEATA 152 M AR, WA 48T HER
gk F 3k IR AR IE R BL, Rf2 af i il Lead
Rice-CMS £ ki fA& ' ORF79 & iy AL 2, M
WEAER B L, WF5Eik & BLK ARG Honglian CMS
PRI RFS gmfith PPR B, (HIZHE HR B4
4 CMS JE[H orfH79 1) RNA, Tiit& RF5 A5 5
S H ARG GRP162 42 HARE i &1k,
W% E ARG G I8 orfH79, MM 5E L T
WA B i+, Xt W] PPR % & 35 K RN 4 A%
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