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Research progress of HAK/KUP/KT potassium transporter
family in plant response to salt stress

Li Xue-Wen, You Xi-Long, Wang Yan”

( Xinjiang Key Laboratory of Biological Resources and Genetic Engineering, College of Life Science and
Technology, Xinjiang University, Urumqi 830046, China)

Abstract. Potassium is involved in plant growth and development in a variety of ways and also
plays an important role in mitigating salt stress. HAK/KUP/KT is the largest family of potassium

transporters in plants. We summarized its roles in potassium absorption,

physiological function,

transportation,

and molecular mechanisms in response to salinity stress. Future

development of the HAK/KUP/KT family is discussed.
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Fig. 1 Signal transduction pathway of K* loss under
salt stress ( modified from Adams and Shin'™)
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Fig. 2 Molecular regulatory pathways and mechanisms in plant response
to low potassium ( modified from Song et al.'*")
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