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Construction of a Plant Transgenic Expression Vector of Peanut
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Abstract: The promoter of the gene encoding the major peanut allergy protein Arah 1 has been
cloned by the polymerase chain reaction technique(PCR )} with a pair of special primers. The pro-
moter we have got is 1957 bp. Basically,it is consistent with the sequence published. By replacing
the 355 promoter in pBIN 355-mGFP4 vector with this promoter, we have constructed a plant
transgenic expression vector of peanut named pGAl. It contains sced specifically expressed ele-
ments, enhancers and some elements regulated by transcription factors. Thus the heterologous
gene can be transferred to peanut and expresses in it easily. The research lays a foundation for es-
tablishing the peanut bioreactor.
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Lane 1 is the PCR products
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Fig.1 PCR products of the
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Fig. 2 PCR detection of the inter-mediate vector 1P2
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The upper sequence represents the insert fragment in the 1PZ2 vector and the nether sequence represents the promoter of the gene encod-
ng Ara h 1 protein. The TATA-boxes, CAAT-hox, GC-box, G-boxes, RY-elements , Enbanser ete. have been signed in the figure. The
same function elements are boxed and the different function elements are underlined

Bs5 1IP2REAARS Arahl BEERBRSTEFEIMNELE
Fig. 5 Comparison of sequences between the insert in the 1P2 vector and the promoter of the Ara h 1 gene
FBM—42 kbR R B SIS EMR (ISR WESTHBREHAYERN pBIN 355-mGFP #{k
WE 7, X WAILE 8), PCRGIMABIIE R . K¥EEa4 0 pGAL,
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M ADNA/Hind I EcoR 1 1 — 3 PCR products using the
transformants containing the inter-mediate vector as template
and three pairs of nested primers; 4—6:PCR products using the
transformants containing the constructed vector as template and
three pairs of nested primers

He HUHEEEEE pGAL PCR BT BEKE

Fig. 6 PCR identification of pGA] with nested primers

M ADNA/Hind 1 EeoR 1; 1;Plant
transgenic  expression veclor; 2,
Plant transgenic expression veclor

was digested by two restriction en-
zymes Hind I and BamH 1

B 7 #iEEENEpGAl
B U A I
Fig. 7 Identification of pGA1
by digestion anzlysis

pp Mosprom

MOS term P NOS wem LB

T-IMNA

|

B8 HUREFRBELNE pGAl BHEE
Fig. 8 Partial structure of plant expression
vector pGAL
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