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Expression Analysis of M AD S-box Gene Fam ily on Uni-nucleate and
Bi-nucleate Stage Antherson HL -CM S System
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(The K ey L aboratory d M OE for Plant D evelgpmental B iology and Institute d Genetics, Colleged L ife
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Abstract: This study analysised the differences of gene expression anong the uni- and bi- nucle-
ate stage anthers of the HL -OM S systan w ith the method of differential digplay. 382 bindsw ere
detected in all samplesw ith the specificM AD S-box primer and O ligo dT:2GC and O ligo dT .CG
as anchor primers regectively. 46.1% (22x 8= 176 binds) of which expressed constitutively
anong all the samples The statistical analysis of the polymorphisn binds showed that the
M AD S-box genes took an mportant role in the cytoplasn and nuclear interaction of OM S and fer-
tility restoration in rice A t the last, thispaper has discussed the relationship betw een the diversi-
ty binds and CM S and sterility restoration T he application of differential diglay using gecific
primer in complicated biological phenomena is also discussed
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