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Table I The chromosomes relative length, arm ratio and classification of Brassica nap us and B-j uncea

o Arm (%) Arm
No. Relative length ratio Classification No Relative length ratio Classification
1 5.10+ 2.55=7.65 200 sm 1 4.86+ 2.71= 7.57 1.79 sm
2 5.10+ 2.04= 7.14 250 sm 2 4.32+ 2.71= 7.03 1.59 m
3 4.08+ 2.76= 6.84  1.48 m 3 4.05+ 2.71= 6.76 1.49 m
4 4.08+ 2.55= 6.63 1. 60 m 4 3.91+ 2.71= 6.62 1.44 m
5 3.89+ 2.44= 6.33 1. 59 m 5 3.38+ 3.11= 6.49 1. 09 m
6 3.57+ 2.55=6.12 1. 40 m 6 4.59+ 1.76= 6.35  2.61 sm”
7 3.78+ 2.04= 5.82 1. 85 sm 7 4.05+ 2.17= 6.22 1.87 sm
8 3.57+ 2.04= 5. 61 1.75 sm 8 3.38+ 2.70= 6.08 1.25 m
9 3.87+ 1.53=5.40 253 sm 9 3.24+ 2.71= 5.95 1.20 m
10 3.06+ 2.14=5.20 143 m 10 2.97+ 2.71= 5.68 1. 10 m
11 3.06+ 2.04=5.10 150 m 11 3.11+ 2.03=5.14 1.53 m
12 2.96+ 2.04= 5.00 1.45 m 12 2.57+ 2.31= 4.88 1. 11 m
13 3.07+ 1.73=4.80 177 sm 13 2.70+ 2.03= 4.73 1.33 m
14 2.55+ 1.53= 4.08 1. 67 m 14 2.84+ 1.75= 4.59 1. 62 m
15 2.04+ 1.94= 3.98 1. 05 m 15 3.51+ 0.68=4.19 5.16 st
16 2.05+ 1.73= 3.78 1. 18 m 16 3.24+ 0.68=3.92  4.76 st
17 2. 14+ 1.43= 3.57 1. 50 m 17 2.70+ 1.08= 3.78  2.50 sm
18 2.25+ 1.02=3.27 221 sm 18 2.30+ 1.35= 3.65 1.70 m
19 1.53+ 1.53= 3.06 1. 00 M
Karyotype 2B Karyotype 2B
* ,
* SAT -<hromosome, the length of satellites was not included in the chromosome length.
2.2
CrylA (c) ) ) 143 )
206 .82 39.81%;  2-
179 .69 : 38.54%(  1:5.6;  2)
) ( 1:7, 8)
2

Table 2 Assay of in situ hybridization in transgenic Brassica nap us and B-juncea plants

Percent distance from

(%)

T he number of  The number of

Trans form ant Chromosome the centromere cells observed  cells with singal ~ Detection rate
143 1 22.22+1. 12" 206 82 39. 81
2-1 7 80. 00=3. 28 179 69 38.54
* 143: T3 ; 2-1: T4 gk

* The third generation of transgenic Brassica napus plant, the fourth generation of transgenic B.juncea plant;
#%  Standard deviation.

Olympus
143
( I:5,6)
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Table 3 Analysis of transgenic Brassica nap us and B. juncea progenies resistant to kanamycin

*

K . 2-1 22 9-5 CK 143 CK
m concentration
97 125 229 70 102 52
15 / 97 125 229 0 102 0
mg’ L 0 0 0 70 0 52
(%) 100 100 100 0 100 0
97 125 229 102
71 123 192 67
20mg/L
26 2 37 35
(%) 73.2 98. 4 83.8 65.7
60 93 172 60
39 64 101 40
30mg/L
21 29 71 20
(%) 65.0 68. 8 58.7 66.7
39 55 71 24
50 / 2 7 6 1
L
me 37 48 65 23
(%) 5.1 12.7 8.5 4.2
* 2-1 22 95 143 T

* The transgenic Brassia juncia plants 2-1, 2-2, 9-5 were at the fourth generation of transformed plants; the

transgenic Brassia nap us plant 143 was at the third generation-
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: 1. ;2. ;3. s 4.
;5. CrylA (c) 143 s ; 6.CrylA (o) 2-1
5 HR CryIA( ) ; 8. CrylA (¢

Explanation of plate

1. Metaphase chromosomes in Brassia napus; 2. Metaphase chromosomes in Brassia juncia; 3. Karyotype

analysis of Brassia napus; 4. Karyotype analysis of Brassia juncia; 5- M etaphase chromosomes in transformant 14-3

showing a hybridization site with probe CrylA( ¢), the signal is indicated by arrow; 6. Metaphase chromosomes in

transformant 2-1 showing a hybridization site with probe CryIA (c), the signal is indicated by arrow; 7. in situ hy—

bridization of wild-type Brassia nap us using CrylA(c¢) gene as the probe; 8.in situ hybridization of wild+type Brassia

juncea using CrylA (¢) gene as the probe
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