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Abstract: Fluorescence in situ hybridization ( FISH) was carried out on mitotic chromosomes of Zea dip-
loperennis (DP) ,maize inbred lines F107,GBS57 and their hybrids using knob-associated tandem repeats
180-bp repeats and TR-1 elements, together with 453 rDNA as probes. The distribution patterns of the
three repeated sequences were analyzed on parental chromosomes. The hybrids of maize and DP were
identified by FISH. According to the hybridization signals on chromosome positions , the origin of foreign
idioplasm was confirmed. The application using knob-associated tandem repeats as excellent chromosomal
markers on detecting the integration of foreign chromosome and the chromosomal activity at meiosis was

also discussed.
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A Chromosomes of maize F107 detected with TR-1 elements { green) and 458 tONA sequence (red) ; B Chromosomes of maize FI0T detected with
180-bp repeats (red) and TR-1 elements {green) ; C;DP chromosomes detected with TR-1 elements { green) and 455 rDNA sequence {red) ; D DP
chromesomes detected with 180-bp repeats (red) and TR-1 elements { green) ; B Chromosomes of maize GB57 detected with TR-1 elements ( green )
and 458 tDNA sequence (red) ; F:Chromosomes of maize GB37 detected with 180-bp repeats (red) and TR-1 elements { green} ;3 G ; Chromosomes
of the hybiid of maize F10T and DP detected with TH-1 elements { green) and 455 rDNA sequence ( red) ; H:Chromosomes of the hybrd of maize
GB37 and DP detected with TR-1 elements ( green) and 180-bp repeats {red}
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Fig. 1 Fluorescence in situ hybridization of probes to mitotic chromosomes of DP
{ Z. diploperennis) ,maize { Z. mays) inbred line F107,GB57 and theirs hybrid
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